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3 <110> APPLICANT: VIEILLARD, Vincent 

4 DEBRE, Patrice 

6 <120> TITLE OF INVENTION: Polypeptide Derived from gp41, a Vaccine Composition 

7 Comprising Said Polypeptide, and Uses for Treating an 

8 Infection by an HIV virus in an Individual 
10 <130> FILE REFERENCE: CHEP:019US 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/588,633 
13 <141> CURRENT FILING DATE: 2006-08-04 

15 <150> PRIOR APPLICATION NUMBER: PCT/EP2005/001395 

16 <15'}^' PRIOR FILING DATE: 2005-02-07 

• - 18 <150> PRIOR APPLICATION NUMBER: PCT/EP2004/0'1106 
19 <151> PRIOR FILING DATE: 2004-02-06 
21 <160> NUMBER OF SEQ ID NOS : 4 
23 <170> SOFTWARE: PatentIn Ver. 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 1168 

27 <212> TYPE: PRT 

2 8 <213> ORGANISM: Homo sapiens 

30 <400> SEQUENCE: 1 

31 Met Ser lie Val lie Pro Leu Gly Val Asp Thr Ala Glu Thr Ser Tyr 

32 1 5 10 15 

34 Leu Glu Met Ala Ala Gly Ser Glu Pro Glu Ser Val Glu Ala Ser Pro 

35 20 25 30 

37 Val Val Val Glu Lys Ser Asn Ser Tyr Pro His Gin Leu Tyr Thr Ser 

38 35 40 45 

40 Ser Ser His His Ser His Ser Tyr lie Gly Leu Pro Tyr Ala Asp His 

41 50 55 60 

43 Asn Tyr Gly Ala Arg Pro Pro Pro Thr Pro Pro Ala Ser Pro Pro Pro 

44 65 70 75 80 

46 Ser Val Leu lie Ser Lys Asn Glu Val Gly lie Phe Thr Thr Pro Asn 

47 85 90 95 

49 Phe Asp Glu Thr Ser Ser Ala Thr Thr lie Ser Thr Ser Glu Asp Gly 

50 100 105 110 

52 Ser Tyr Gly Thr Asp Val Thr Arg Cys lie Cys Gly Phe Thr His Asp 

53 115 120 125 

55 Asp Gly Tyr Met lie Cys Cys Asp Lys Cys Ser Val Trp Gin His lie 

56 130 135 140 

58 Asp Cys Met Gly lie Asp Arg Gin His lie Pro Asp Thr Tyr Leu Cys 

59 145 150 155 160 

61 Glu Arg Cys Gin Pro Arg Asn Leu Asp Lys Glu Arg Ala Val Leu Leu 

62 165 170 175 

64 Gin Arg Arg Lys Arg Glu Asn Met Ser Asp Gly Asp Thr Ser Ala Thr 

65 180 185 190 
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314 <210> SEQ ID NO: 3 

315 <211> LENGTH: 3507 

316 <212> TYPE: DNA 

317 <213> ORGANISM: Homo sapiens 

319 <40.0> SEQUENCE: 3 . ^ 

320 atgagcatag tgatcccact gggggt.cgat acagcagaga cgtcatactt ggaaatggct 60- - 

321 gcaggttcag aaccagaatc cgtagaagct agccctgtgg tagttgagaa atccaacagt 120 

322 tatccccacc agttatatac cagcagctca catcattcac acagttacat tggtttgccc 180 

323 tatgcggacc ataattatgg tgctcgtcct cctccgacac ctccggcttc ccctcctcca 240 

324 tcagtcctta ttagcaaaaa tgaagtaggc atatttacca ctcctaattt tgatgaaact 300 

325 tccagtgcta ctacaatcag cacatctgag gatggaagtt atggtactga tgtaaccagg 360 

326 tgcatatgtg gttttacaca tgatgatgga tacatgatct gttgtgacaa atgcagcgtt 420 

327 tggcaacata ttgactgcat ggggattgat aggcagcata ttcctgatac atatctatgt 480 

328 gaacgttgtc agcctaggaa tttggataaa gagagggcag tgctactaca acgccggaaa 540 

329 agggaaaata tgtcagatgg tgataccagt gcaactgaga gtggtgatga ggttcctgtg 600 

330 gaattatata ctgcatttca gcatactcca acatcaatta ctttaactgc ttcaagagtt 660 

331 tccaaagtta atgataaaag aaggaaaaaa agcggggaga aagaacaaca catttcaaaa 720 

332 tgtaaaaagg catttcgtga aggatctagg aagtcatcaa gagttaaggg ttcagctcca 780 

333 gagattgatc cttcatctga tggttcaaat tttggatggg agacaaagat caaagcatgg 840 

334 atggatcgat atgaagaagc aaataacaac cagtatagtg agggtgttca gagggaggca 900 

335 caaagaatag ctctgagatt aggcaatgga aatgacaaaa aagagatgaa taaatccgat 960 

336 ttgaatacca acaatttgct cttcaaacct cctgtagaga gccatataca aaagaataag 1020 

337 aaaattctta aatctgcaaa agatttgcct cctgatgcac ttatcattga atacagaggg 1080 

338 aagtttatgc tgagagaaca gtttgaagca aatgggtatt tctttaaaag accataccct 1140 

339 tttgtgttat tctactctaa atttcatggg ctagaaatgt gtgttgatgc aaggactttt 1200 

340 gggaatgagg ctcgattcat caggcggtct tgtacaccca atgcagaggt gaggcatgaa 1260 

341 attcaagatg gaaccataca tctttatatt tattctatac acagtattcc aaagggaact 1320 

342 gaaattacta ttgcctttga ttttgactat ggaaattgta agtacaaggt ggactgtgca 1380 

343 tgcctcaaag aaaacccaga gtgccctgtt ctaaaacgta gttctgaatc catggaaaat 1440 

344 atcaatagtg gttatgagac cagacggaaa aaaggaaaaa aagacgaaga tatttcaaaa 1500 

345 gaaaaagata cacaaaatca gaatattact ttggattgtg aaggagcgac caacaaaatg 1560 

346 aagagcccag aaactaaaca aagaaagctt tctccactga gactatcagt atcaaataat 1620 

347 caggaaccag attttattga tgatatagaa gaaaaaactc ctattagtaa tgaagtagaa 1680 

348 atggaatcag aggagcagat tgcagaaagg aaaaggaaga tgacaagaga agaaagaaaa 1740 

349 atggaagcaa ttttgcaagc ttttgccaga cttgaaaaaa gagagaaaag aagagaacaa 1800 
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<110> 


4 
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7 
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10 


<130> 
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<140> 


13 
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16 
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390 
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sapiens 



<210> SEQ ID NO: 4 
<211> LENGTH: 787 
<212> TYPE: DNA 
<213> ORGANISM: Homo 
<400> SEQUENCE: 4 

atggcctggc gagccctaca ccactggcta ctgctgctgc 
caatccaagg ctcaggtact tcaaagtgtg gcagggcaga 
tacccgccca cgggcagtct ctacgagaag aaaggctggt 
gtgtgcatca ggttagtcac cagctccaag cccaggacga 
acaatctggg acgaccctga tgctggcttc ttcactgtca 
gaagactcag gacattactg gtgtagaatc 
tccgtcagat tctatctggt ggtatctcca 
ccccgcgacc tggtctcttc acagacccag 
gccagacaag cccctgagtc tccatctacc 
acgctccgcc ctggccctgc agcccccatt 
gtagccaaga gcctggtgct gtcagccctg 
accgtgatgg agctcaggag cctggatacc 



taccgccctt 
gcctctgcct 
acccagagct 
atccctgtcc 
gccctggtgc 



tgttcccagg ctctcaggca 
cgctaaccgt gagatgccag 
gtaaggaggc ttcagcactt 
tggcttggac ctctcgattc 
ccatgactga tctaagagag 
ctgacaactc tgtctctaag 
ccacacagac cccctggact 
gtgtgcctcc cactgcagga 
cttctcagcc acagaactcc 
ctgtgttctg tggactcctc 
ggggggacat atggtggaaa 



ctcgtctggt 

caaaaagcca cctgccacct tcaacaggtc 



acggaccttc cctggacctc agtttcctca cctgtagaga gagaaatatt atatcacact 
gttgcaa 




60 
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